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Abstract

Operation Phakisa aims to unlock the blue economy of South Africa by increasing the use of
its ocean space while at the same time protecting the biodiversity through the expansion of
existing Marine Protected Areas (MPA) and implementation of new MPAs. Biological data
will aid in the selection of areas that need protection through MPAs. Brachyurans (true crabs)
form a significant component of zooplankton communities in their larval stages. In their adult
stages  they  are  one of  the  dominant  groups of  decapod crustaceans  found in a  range of
aquatic  environments.  The aim of this study was to examine larval brachyurans from the
coastal  waters  of  the  KwaZulu-Natal  Bight  to  gain  insight  into  their  abundance  and
distribution in potential  areas for marine protection.  This study compared the distribution,
abundance, and diversity of larval brachyurans in zooplankton samples collected over reef
and sand substrates, within and outside of the uThukela Banks proposed MPA. The average
abundance ranged from 0.062 to 1.06 ind.m-3. A total  of 29 families were identified with
Portunidae  being  dominant  contributing  47%  to  the  total  abundance.  Majidae  and
Goneplacidae were the second most dominant families contributing 8 and 9% to the total
abundance.  Stations over the sand substrates were found to have a higher abundance and
richness of brachyuran larvae compared to reef substrates. The abundance and diversity did
not differ significantly between stations inside the proposed MPA compared to those outside
the proposed MPA.  Also, there was no distinct clustering of samples according to the type of
underlying  substrate  or  location  on  the  MPA.  The  patterns  observed  in  the  abundance
correlated mostly with salinity and chlorophyll-a concentration. The study provides baseline
data of the larval brachyuran communities that can be used for future assessments on the
impacts of MPAs on the zooplankton communities.
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