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Sperm whales (Physeter macrocephalus) are one of the few cetacean species forming 
matrilineal social groups composed of females and juveniles. Adult males separate from 
these groups, become highly mobile and can later on join different matrilineal groups to 
reproduce, leading to some nuclear gene flows in ocean basins. Much interest is nowadays 
given to the genetic diversity in such matrilineal cetacean species. An influence of social 
organization on observed low levels of genetic diversity has been hypothesized for sperm 
whales. Gene-culture coevolution could represent one of the factors explaining this 
influence.
In this context, depicting the familial relationships between members of sperm whale groups
is of a major interest. But the targeted sampling of individuals is generally highly 
complicated, and extended sampling of identified individuals can generally not be 
performed.
Here we describe a thorough sampling of a sperm whale group resident off the western 
coast of the Mauritius Island in the South West of the Indian Ocean. The group has been 
studied from 2013 to 2018 in the frame of a project called “Maubydick”. Based on aerial and 
underwater observations, made by Marine Megafauna Conservation Organization (MMCO) 
observers, all individuals have been identified from morphological characteristics assembled 
on identity cards realized by the association Longitude 181, under the authority of MMCO. 

A detailed protocol has been defined, allowing to sample in the water sloughed skin 
fragments after their spontaneous release by previously identified sperm whales. DNA was 
then carefully extracted from all these skin samples, and polymorphisms were analyzed at a 
650 bp fragment of the mitochondrial control region as well as at 18 microsatellite loci.



Genetic profiles have been defined for 27 different individuals, and used to determine 
possible familial relationships.
For each dyad, genetic relationships will be presented and correlated to social relationships, 
observed and characterized from repeated and reproducible underwater observations. The 
results lead to new understandings of the social relationships between individual sperm 
whales, correlated to precise familial links, that will be discussed. 


