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Abstract 

Madagascar is a hotspot of marine biodiversity with numerous endemic species. A recent 

update of the checklist of fish species of Madagascar recorded nearly 1,576 marine bony 

(Osteichthyes) fish species, 37 (2.3%) being endemic to Madagascar. To date species 

identification in Madagascar has been mostly based on morphology and meristics of adult 

individuals. However, in the southwestern part of the country, the catches of small-scale 

fishermen often include juveniles that can be difficult to identify apart from molecular tools. 

Three years of fish post-larval survey using light traps and two years of small-scale fisheries 

monitoring using bottom seine allowed to enhance our knowledge on Malagasy fish 

biodiversity. An approach based on high-quality photos combined with CO1 barcoding was 

adopted for assigning species names. As a result, a total of 119,500 individuals were 

collected and up to 1,100 individuals were successfully barcoded. A total of 387 taxa were 

recorded: 238 from light traps, 232 from bottom seines, and 83 being observed in both 

sampling gears. Among the 232 taxa from bottom seines catches, 101 comprised only 

juveniles, 104 consisted of juvenile and adult stages, and 27 comprised only adults. Among 

the 387 taxa, 85 (22%) were identified thanks to the morphology only (27 at the species level, 
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58 as morphospecies) and 302 (78%) using CO1 barcoding (146 at species level, 126 at genus 

level, 29 at family level, and one at subclass level). Therefore 302 Barcode Index Numbers 

(BINs) were obtained, 34 being new for the BOLD database, and 182 new for Madagascar. 

By referring to the updated checklist of fishes of Madagascar, eight (8) new species for 

Madagascar were detected but this value will probably increase when all the barcoded 

specimens will be identified at the species level. These preliminary findings clearly stress out 

our poor knowledge of the marine fish biodiversity in Madagascar. An update of the species 

checklist based on DNA approach is urgently needed especially in the context of climate 

change and intense marine resources exploitation. 
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